RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 

Source: JLoo £uSh 

Date Processed by STIC: lo /J* f2/inl~s 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: ^ 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, • . a 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 

NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-30*4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21helD@uspto.gov or phone 703-306-4119 (^W a *> 
PATENTIN 3.0 e-mail help: patin3help(g>,uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware mat there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming maiL 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement d^CT-Rom 

Anv reolv includinp a sequence listing in electronic form sho uld NOT be se nt to th e 70711 n p code address for the 

United States Pa tent and Trademark Office, and inste a d should be sent via the following to the indicated adfesses: 

1. FFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/do cuments.htm> , EFS Submission 
User IVtsiiiusl - ePAVE) 

2. VS. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3 ' US Patenta^d^den^rk Office, Technology Center 1600, Reception Area, 7* Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 191 1 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
2011 South Clark Place, Arlington, VA 22202 
4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Tradernark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 
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1600 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/53 5 , 814C 



DATE: 06/10/2002 
TIME: 15:44:48 



Inpujt Set : A:\EP.txt , 

Output Set: N:\CRF3\06102002\l535814C.raw 

C--> 6 <140> CURRENT APPLICATION NUMBER: US/09/53 5 , 814C 

C--> 6 <141> CURRENT FILING DATE: 2000-03-28 

W--> 0 <110> APPLICANT: 

W--> 0 <120> TITLE INVENTION: * ' 

W--> 0 <130> FILE REFERENCE: 

E--> 6 <160> NUMBER OF SEQ ID NOS: NUMBER OF SEQ ID NOS: 3 



ERRORED SEQUENCES 

E--> 8 <210> SEQ ID NO: SEQ ID NO 1 

9 <211> LENGTH: LENGTH: 313 
E--> 10 <212> TYPE: TYPE: PRT 

11 <213> ORGANISM: ORGANISM: Canis familiaris 



Does Not Comply 
Corrected Diskette Needed 



E- 


-> 


13 


<4 00> SEQUENCE: 


SEQUENCE: 1 






















15 


Met 


Thr 


Glu 


Lys 


Asn 


Gin 


Thr 


Val 


Val 


Ser 


Glu 


Phe 


Val 


Leu 


Leu 






16 


1 








5 










10 










15 






18 


Gly 


Leu 


Pro 


He 


Asp 


Pro 


Asp 


Gin 


Arg 


Asp 


Leu 


Phe 


Tyr 


Ala 


Leu 


E- 


-> 


19 


16 








20 










25 










30 






21 


Phe 


Leu 


Ala 


Met 


Tyr 


Val 


Thr 


Thr 


lie Leu 


Gly 


Asn 


Leu 


Leu 


He 


E- 


-> 


22 


31 






35 










40 










45 






24 


He 


Val 


Leu 


He 


Gin 


Leu 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro. 


Met 


Tyr 


E- 


-> 


25 


46 








50 










55 










60 






27 


Leu 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


E- 


-> 


28 


61 








65 










70 










75 






30 


Val 


Thr 


Met 


Pro 


Lys 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Ser 


Gin 


Val 


Pro 


E- 


-> 


31 


76 








80 










85 










90 






33 


Ser 


He 


Pro 


Tyr 


Ala 


Gly 


Cys 


Leu 


Thr 


Gin 


Met 


Tyr 


Phe 


Phe 


Leu 


E- 


-> 


34 


91 








95 










100 










105 






36 


Phe 


Phe 


Gly 


Asp 


Leu 


Glu 


Ser 


Phe 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Tyr 


E- 


-> 


37 


106 








110 










115 










120 






39 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Phe 


Pro 


Leu 


His 


Tyr 


Thr 


Thr 


He 


E- 


-> 


40 


121 








125 










130 










135 






42 


Met 


Ser 


Pro 


Lys 


Leu 


Cys 


Phe 


Ser 


Leu 


Leu 


Val 


Leu 


Ser 


Trp 


Val 


E- 


-> 


43 


136 








140 










145 










150 






45 


Leu 


Thr 


Met 


Phe 


His 


Ala 


Val 


Leu 


His 


Thr 


Leu 


Leu 


Met 


Ala 


Arg 


E- 


-> 


46 


151 








155 










160 










165 






48 


Leu 


Cys 


Phe 


Cys 


Ala 


Asn 


Thr 


He 


Pro 


His 


Phe 


Phe 


Cys 


Asp 


Met 


E- 


-> 


49 


166 






170 










175 










180 






51 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


Gin 


Val 


Asn 


Glu 


E- 


-> 


52 


181 








185 










190 










195 






54 


Leu 


Val 


He 


Phe 


He 


Met 


Gly 


Gly 


Leu 


He 


Leu 


Val 


He 


Pro 


Phe 


E- 


-> 


55 


196 








200 










205 










210 




file://C:\Crf3\Outhold\VsrI5358 1 4C.htm 



6/10/02 



<160> NUMBER OF SEQ ID NOS > 3 SnjP^J €V\^H fUA^^^ 

SiSSsSSu ~~~~ X^M^j °jd jkr n&an 

<212> TYPE : PRT ■ " . JL „ / ; 

<213> ORGANISM! Canis familiaris [al& j}£J Sh^Uf 



<400>»S£ 






1 






















Met 
1 


Thr 


Glu 


Lys 


Asn 


Gin 


Thr 


Val 


Val 


Ser 
x u 


Glu 


Phe 


Val 


Leu 


Leu 
15 


Gly 
16 


Leu 


Pro 


He 


Asp 
20 


Pro Asp 


Gin 


Arg 


Asp 
o ^ 

^ D 


Leu 


Phe 


Tyr 


Ala 


Leu 
30 


Phe 
31 


Leu 


Ala 


Met 


Tyr 
35 


Val 


Thr 


Thr 


He 


Leu 
a n 


Gly Asn 


Leu 


Leu 


He 
45 


He 
46 


Val 


Leu 


He 


Gin 
50 


Leu 


Asp 


Ser 


His 


Leu 

3 D 


His 


Thr 


Pro 


Met 


Tyr 
60 


Leu 
61 


Phe 


Leu 


Ser 


Asn 
65 


Leu 


Ser 


Phe 


Ser 


Asp 
/ U 


Leu Cys 


Phe 


Ser 


Ser 

7 S 


Val 
76 


Thr 


Met 


Pro 


Lys 
80 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Ser 


Gin 


Val 


Pro 
90 


Ser 
91 


He 


Pro 


Tyr 


Ala 
95 


Gly Cys 


Leu 


Thr 


Gin 
i nn 

1UU 


Met 


Tyr 


Phe 


Phe. 


Leu 
105 


Phe 
106 


Phe 


Gly Asp 


Leu 
110 


Glu 


Ser 


Phe 


Leu 


Leu 

1 1 c 
113 


Val 


Ala 


Met 


Ala 


Tyr 
120 


Asp 
121 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys 


Phe 


Pro 


Leu 


His 


Tyr 


Thr 


Thr 


He 

J. J -J 


Met 
136 


Ser 


Pro 


Lys 


Leu 
140 


Cys 


Phe 


Ser 


Leu 


Leu 
145 


Val 


Leu 


Ser 


Trp 


Val 
150 


Leu 
151 


Thr 


Met 


Phe 


His 
155 


Ala 


Val 


Leu 


His 


Thr 
160 


Leu 


Leu 


Met 


Ala 


Arg 
165 


Leu 
166 


Cys 


Phe 


Cys 


Ala 
170 


Asn 


Thr 


He 


Pro 


His 
175 


Phe 


Phe 


Cys 


Asp 


Met 
180 


Ser 
181 


Ala 


Leu 


Leu 


Lys 
185 


Leu 


Ala 


Cys 


Ser 


Asp 
190 


Thr 


Gin 


Val 


Asn 


Glu 
195 


Leu 
196 


Val 


He 


Phe 


He 
200 


Met 


Gly Gly 


Leu 


He 
205 


Leu 


Val 


He 


Pro 


Phe 
210 


Leu 
211 


Leu 


He 


He 


Thr 
215 


Ser 


Tyr 


Ala 


Arg 


He 
220 


Val 


Ser 


Ser 


He 


Leu 
225 


Lys 
226 


Val 


Pro 


Ser 


Ala 
230 


lie 


Gly 


He 


Cys 


Lys 
235 


Val 


Phe 


Ser 


Thr 


Cys 
240 



Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr Val lie 
241 245 250 255 

Gly Leu Tyr Leu Cys Pro Ser Ala Asn Asn Ser Thr Val Lys Glu 
256 260 265 270 

Thr He Met Ala Met Met Tyr Thr Val Val Thr Pro Met Leu Asn 
271 275 280 285 

Pro Phe He Tyr Ser Leu Arg Asn Lys Asp Met Lys Gly Ala Leu 
286 290 . 295 • 300 

Arg Arg Val He Cys Arg Lys Lys He Thr Phe Ser Val 
301 305 310 



<210> SEQ ID NO 2 
<211> LENGTH! 7^ • 
<212> TYPE; - PRf* 

<213> ORGANISM: Canis familiaris 



<400> - SEQUENCE* 2 

Asp Pro Asp Gin Arg Asp Cys 
1 - . 5 



<210> - SEQ ID NO 3 
<211> LENGTH; 13 
<212> TYPE :- PRT 

<213> ORGANISM Canis familiaris 
<400> -Sfi§t?fiNG£-i- 3 

Leu Phe Leu Ser Asn Leu Ser Phe Ser Asp Leu Cys Ala 
M 5 ... 10 





JjjMJL Qfh^ 




<1 10> 
<120> 
<130> 

<1< 1> 



<1S0> 
< 1 5 1 > 



<160> 
<170> 

< 2 1 0 > 

< 2 1 1 > 

< 2 1 2 > 

< 2 1 3 > 



<220> 

< 2 2 I > 
<222> 

<300> 

< 301 > 

< 302 > 

< 303 > 

< 304 > 
<30S> 
<30C> 

< 307 > 

< 300> 
<309> 



<400> 

age eg tagtc 
agggagagtg 
ego tgtggca 
cgcggcgcgg 



Smith, John; Smlthgcnc Inc. 
Example of a Sequence Listing 
OI-jOOOOI 



rcT/Er98/ooooi 

1996-12-31 



US 08/999.999 
1997-10-15 



Pa tent In version 2.0 
1 

369 

ON A A 
Paramecium sp. 



CDS 

( 279) . . . ( 389) 



Doc . Richard 

Isolation and Characterization of a Cene Encoding a 

Protease from Paramecium sp . 

Journal of Ccnes 

1 

4 

1-7 

1988-06-3) 

1234SC 

1908-06-31 



attcctgtgt* cctcttctct ctgggcttci caccctgcta atcagatctc 

tcttgaccc.t: cctctgcctt tgeagcttea caggcaggoo ggcaggcagc 

attgetggea gtgecacagg cttttcagcc aggcttaggg tgggttccgc 

cggcccctct cgcgctcctc tcgcgcctct ctctcgctct cctctcgctc 



60 
120 
180 
240 




Annex VII, page 30 



Appcn&x 3, page 2 



ggacctgatt AggtgAgcAg CAggAggggg cagttagc 



atg gtt tea Atg etc Ag c jen- 
net VaI Scr Met The Scr 
1 5 



ttg tct ttc aaa tgg -cct- ggA ttt tgt ttg ttt gtt tgt ttg ttc caa 
Leu ser The Lys . Trp Pro Cly The Cys-, tcu Pttc Val Cys Leu Phc Cln 
10 15 20 



tgt ccc aaA gtc etc ccc tgt cac tea tcA ctg cag ccg .. aat ctt # 
Cys Pro Lys rVal LCu Pro Cys His Ser Scr -Leu. Cln Pro Asn- _**u 
25 30 * \ ' 35 



<210> 
<21 1> 
<212> 
<213> 



i 



2 

37 
PRT 

Paramecium sp. 



JO 



389 



<<00> 2 

Met Val Scr Met Phc Scr Leu Scr Phc Lys Trp Pro Cly PhQ Cys Leu 



10 



15 



Phc Vol Cys Leu Phc Cln Cys Pro Lys Val Leu Pro Cys Itis Scr Scr 



20 



25 



30 



Leu Cln Pro Asn l,ou 



<210> 3 

<211> 11 

<212> PRT 

< 2 1 3 > Artificial Sequence 
<220> 

< 2 2 3 > Designed peptide hosed on siic and polarity to act as a 

linker between the alpha and beta chains of Protein XYZ. 

<400> ) 

Met va 1 Asn Leu Clu Pro Met Mis Thr Clu lie 

1 5 10 

<210> < 

<<00> < 
000 



(Annex VIII followsl 



cable. The numeric ideWlficr shall be used only r in r - 

Listing," The order and presentation Jf Che items Jjf^«J" n "5 hc 
•Sequence Listing" shall conform to the arrangement giyen 
item of information sh 11 begin on a new line and shall begin with th 
numeric identifier enclosed in^anglc brackets as shown.. The submission 
of those items of information designated with an "M" is mandatory. The 
submission of those items of information designated with an "0". is 
optional. Numeric identifiers <U0> through <170> shall only.be set 
forth at the beginning of the "Sequence Listing." TJie following table 
illustrates the numeric identifiers. 



Numeric Definition 
Identifier 



Comments and 
Format 



Mandatory (M) or 
Optional jfO) 



<110> 



i 



Applicant 



Preferably max. 
of 10 names; 
one name per line; 
preferable .format: 
Surname, Others- 
Names and/or 
Initials 



M 



<120> 



Title of 
Invention 



M 



<130> 



Pile Reference 



Personal file 
reference 



Mj.whcn filed prior 
to assignment of 
appl . number 



<H0> 



Current Applica 
tipn Number 



Specify as: 

US 07/999, 999 or 

PCT/US96/99999 



M, if available 



<H)> 



Current Filing 
Date 



Specify as: yyyy-mm-dd M, if available 



<1S0> 



Prior Application Specify as: 
Number US 07/999,999 or 

PCT/US96/99999 



M, if applicable 
include priority 
documents under 
3S USC 119 and 
120 



< 1 5 1 > 



Prior Application Specify as: yyyy-mm-dd 
Filing Date 



M, if applicable 



<1G0> 



Number of SEQ 10 Count includes 
NOs total number of 

SEQ ID NOs 



M 



<170> 



Sof twa re 



Name of software used 
to create the 
Sequence Listing 



<210> 



SEQ ID NO: ff : 



Response shall be an 
integer repre- 
senting the SEQ 
ID NO shown 



M 



<21 1> 



Length 



Respond with an integer M 
expressing the number 
of bases or amino acid 
res iducs 



<2\2> Type 



<213> Organism 



<220> feature 



< 22 1 > Name/Key 



<222> Location 



: * Whether presented ~ v* 

sequence .mole- 
cule is DNA, 
RNA, of PRT 
(protein) .If 
. a nucleotide 
sequence con- 
tains both DNA 

and RNA frag- ' 

ments, the t 

type shall be : \ 

• , DNA. ,, In ad- 
dition, the 
combined DNA/ 
RNA molecule * 
shall be further , f 

described in ~ 
thc <220> to 
<223> feature 
section. /* ( 

Scientific name, ^ M 
i.e. Gcnus/spccics , 
Unknown or Artifi- 
cial Sequence. In 

addition, the 
"Unknown" or 

"Artificial Se- 
quence 1 ' organisms 

shall be further 

described in the 

<220> to <223> 

feature section. 



Leave blank after 
<220>. <221-223> 
provide for a 
description of 
points of bio- 
logical s igni - 
ficancc in the 
s cqucncc . 



Provide appropriate 
i den t i f i c r for 
feature, pre- 
ferably from 
WfPO Standard 
ST. 25 (1998), 
Appendix 2, 
Tables S and 6 

Specify location 
within sequence; 
where appropriate 
state number of 
first and last 
bascs/amino acids 



M, under the 
following condi- 
tions: if "n," 
"Xaa, or a mod- 
i f i cd or unusua 1 
L-amino acid or 
modified base was 
used in a se- 
quence; i f ORGAN - 
ISM is "Artifi- 
cial Sequence" or 
"Unknown" ; i f 
molecule is 
combined DNA/ RNA . 

M, under the fol- 
lowing conditions 
if "n, " "Xaa, "or 
a modi f i cd or un- 
usual L-amino 
acid or modified 
base was used in 
a sequence 

M, under the fol- 
lowing conditions : 
i f "n, " "Xaa, - or 
a modified or un- 
usual L-amino 
acid or modi f icd 



in feature 



<Z22> 



<300> 



<301> 



<302> 

<303> 

<304 > 

<305> 

<30G> 

<307> 



< 300> 



<309> 



<3lO> 



Other Infor- 
mation 



Publication 
Information 

Authors 



Title 
Journa 1 

Vol ume 

Issue 

Pages 
Date 



Da tabasc 
Accession 
Numbc r 



Oatabasc Entry 
Date 



Patent Document 
Number 



Other relevant 

information; 

four lines maximum 



Leave blank 1 
after <300> 

Preferably max 
of ten named 
authors of publi- 
cation; specify 

one name per line; 

preferable format: 

Surname, Other 

Names and/or 

Initials 



was uscVf in 
Tcquence 

M, under the fol- 
lowing conditions: 
*f "n # - "Xaa," or 
a modified or un- 
usual L-amino acid 
or modified base 
was used in a 
sequence; if 
ORGANISM 
is -Artificial 
Sequence" or 
"Unknown"; .i-f_=* 
molecule is com- 
bined DNA/RNA-r=* ~ 



0 

r \' r 
V 0 



Journal date on which 0 
data published; 
speci fy as yyyy-mm- 
dd, MMM-yyyy or 
Season - yyyy 

Accession number o 
assigned by data- 
base including 
database name 

Date of entry in o 
database; specify 
as yyyy-mm-dd or 
MMM - yyyy 

Document number; o 

(or patent-type 
citations only. 
Speci fy as, for 
example, US 
07/999. 999 



V31 1> 



<312> 



<313> 
<400> 



Patent Til Document filing 

Date dace, for pa cent - 

type citations only; 

specify as yyyy-mm-dd 

Publication Dace -Document publication 
date, for 
patent-type 
citations only; 
specify as yyyy-mm-dd; 



He leva ht 
Residues 

Sequence 



FROM (position) TO 
(position) 

SZQ ID NO should 

follow the 

numeric identifier 
and should appear 
on the line pre- 
ceding the actua'f 
sequence 



Section). 02< is revised to read as follow.: 



1 .021 (c) shall meet the 



f2) The "Sequence 1 i<i-i n s.»- 

submitted i2 AmcJicin s^^odrr I'i SCCtl °' 1 5 " d11 

text. No other format, .J:?; r J c C :f 1 C o ^. ,nf0rMCl ' on '""change (ASCII, 

P™~ S ~"^ created by any.^,, sue „ ds word 

comp utcr programs; however ? i r\ editors or other custom 

detailed in this sccUon C ° nf ° rn ' l ° iU s P cc ^«tions 

<!.hc comprc^ s n c"?^ l ^is^l^ cc s > c t K lc whcn usin<? dis,:c,:Lc mcdi *< 

in paragraph (b, of this 



j t„if _ . ; * ° . so long as 

o» one of the sys terns "described in^I"!' ?u™./!.? " Wi 11 Compress 



sect ion . 



(S) Page numbering shall ™i , 

-crsxon of the "Sequence U s t ^J" J ^ c Ul 1 " Lh ° co <W" readable fo , 



(6) All 
chc re t o 
appl icant. 



the 
data were 
used, a 



asw^S^ «=tftL. .... 

»:nown. ^plication serial number and filing date. 4 f 

Computer readable form <.iK 
requirements: Sub,niSslons ™st meet these format 

t»l Computer: I DM PC/XT/AT 

•T/ AT, or compatibles, or Apple Macintosh; 

Operating System: MS-nos ., 

DOS. Unix or Macintosh; 



|/?V.*/0 i v* I'M 



